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Introduction Type Material in the NCBI Taxonomy Database ANI Current Status

National Center for Biotechnology Information (NCBI) taxonomy database Since 2013, GenBank curates type material (including synonym types) in the ~10,000 type strains available for ~19,000 species
contains the names and phylogenetic lineages of more than 470,000 species Taxonomy Database and uses it to flag sequences from type or synonym type More types added as they are submitted
with formal names that have molecular data in INSDC databases, about in sequence records. Sequence from type is an important subset of GenBank. ~800 species IDs have been corrected (public assemblies)

19,000 of these are species level prokaryote names. Taxonomy database can ~2100 new submissions were corrected before they become public
be regarded as the central organizing hub for many of the resources at NCBI. Currently GenBank has over 10,700 prokaryotic genome assemblies from ~4,700 genome assemblies are currently misidentified

Here are some of features of NCBI taxonomy database which may not be type strains. ANI process executed daily

quite obvious to users. Incorporated into PGAP for identification of problems before submission
You can search assemblies from type by using
"sequence from type"[Filter]
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Database Collaboration (INSDC) which comprises GenBank, ENA and S § S e e R S —— GenBank. Used to Support the “structured voucher” annotation in the
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DDBJ databases. It is an entry point into the NCBI system for users who B EEsiEEE B sequence entries submitted to INSDC.
want to find all available information about a particular taxon.
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Klebsiella pneumoniae strain ATCC 13883 16S ribosomal RNA gene, partial sequence
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